Scale 500 kbt | araThal

chri:| 1,100,000 | 1,200,000 | 1,300,000 | 1,400,000 | 1,500,000 | 1,600,000 | 1,700,000 | 1,800,000 | 1,900,000 |
chrl l
Gay
Gap P
ﬁenscan Gene Predictions
chr1.167 M chrl.183MM  chr1.195]  chr1.210H chr1.2221  chr1.234H chrl.250 chr1.264| chr1.2731l chr1.288 1l chr1.3021 chr1.3191
chr1.168 |l chrl.1841  chr1,198H chr1.2121 chr1.226 H  chrl.241] chr1.2571  chr1.268 1 chr1.2821  chr1.292] chr1.3061 = chrl.325]
chr1.169 1 chr1.1851 chr1.1991 chr1.213H chr1.2271  chrl.243] chr1.2580  chr1.269] chr1.2831 = chr1.293M = chrl.307] chr1.3261
chr1.170 | chr1.186 H chr1.200 H chrl.2141 chr1.228 Ml  chr1.245] chr1.2591  chr1.2701 chr1.28411 chr1.294M  chr1.3081 chr1.328 H
chr1.171 chr1.1871 chr1.2011 chr1.215] chr1.2291 chr1.246| chr1.2601  chr1.271 4 chr1.285H  chr1.2951 chr1.309Hf chr1.329 M
chr1.172 1 chr1.1881 chr1.2020  chrl.2161 chri.230@  chr1.2471 chr1.2610  chr1.272 M = chr1.2861 chr1.2961  chr1.3101 chr1.3301
chrl.173 H chr1.189]| chr1.2031 chr1.217 chr1.2311 chr1.248  chrl.262H1 chr1.2741 chr1.2891 chr1.3031  chr1.320H
chrl.174 [| chr1.190]| chr1.204 H chr1.2181 chr1.2321 chr1.249]  chrl.263H chr1.2751 chr1.290]1 chr1.304|  chr1.321]|
chr1.175 | chr1.191 M chr1.205 M chr1.21910 chr1.2331 chr1.2511  chrl.2651 chr1.276 chr1.291 il chr1.3111 chr1.3311
chrl.176 | | chrl.192H = chr1.2071 chr1.2201 chr1.235] chr1.252] chr1.266 HH4l_ chr1.2801 chrl.297]1 chr1,312H
chrl.177 [ | chr1.1931 chr1.2081 chr1.221 il chr1.236 4l chr1.2531 chr1.267M  chr1.281H chr1.2981 chr1.3131
chr1.178 | chr1.194k  chr1.209| chr1.223| chr1.2371  chrl.2541 chr1.2771 chr1.2991 chr1.3141
chr1.179H chr1.1961 chri.211 @  chr1.22411 chr1.238] chr1.2551 chr1.2781 chr1.300 H chr1.315]
chr1.1801 chr1.197 M chr1.225HH  chrl1.2400 chr1.256 liH chr1.2791 chrl.301 i chr1.3221
chri.1811 chr1.2061 chr1.2391 chr1.287 il chr1.3058 chr1.3231H
chr1.182H chr1.2421 chrl.316
chri.2441 chr1.3171
chr1.3181
chr1.324l
chr1.3271
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