Scale 13: Gap

Cons 20 Mammals Cons 100 Vertebrates

100 kb Btau_5_0_1 62,300,000 62,350,000 62,400,000 62,450,000 62,500,000 62,550,000 62,600,000 62,650,000 Gap Location GC Percent in 5-Base Windows NCBI Gene Predictions

20 Mammals conservation by PhastCons 100 vertebrates conservation by PhastCons Haploid Copy Number

Fst value - Chinese indicine vs Other five groups

XP-CLR value - Chinese indicine vs Other five groups

iHS value - Chinese indicine

XPEHH value - Chinese indicine vs Other five groups

Hp value - Chinese indicine

Pi value - Chinese indicine

XKR7 NM_001205845.1 CCM2L XM_005192455.3 CCM2L XM_015466137.1 CCM2L XM_015466138.1 HCK NM_001110194.1

HCK NM_001037141.3 TM9SF4 NM_001098077.2

PLAGL2 XM_015466139.1 PLAGL2 XM_015466140.1

POFUT1 NM_001043343.1 POFUT1 NM_001043344.1 POFUT1 NM_182986.2 POFUT1 NM_001043342.2 POFUT1 NM_001043345.2

KIF3B NM_001110788.1

ASXL1 XM_600364.7 ASXL1 XM_015466141.1

CNV43641 CNV43642 CNV43643

CNV43644 CNV43645

CNV43646 CNV43647

CNV43648

CNV43649 CNV43650

CNV43651

CNV43652

CNV43653 CNV43654 CNV43655

CNV43656 CNV43657

CNV43658

CNV43659

CNV43660 CNV43661 CNV43662

CNV43663 CNV43664

GC Percent

Fst_CN_Other 5 _ 0 _ XP-CLR_CN_Other

600 _ 0 _ iHS_CN 2 _ 0 _ XPEHH_CN_Other 2 _ 0 _ Hp_CN 0 _ -5 _

Pi_CN 6 _ 2 _