Scale 22: Gap

QTL

SNPs (5603) Indels (5603)

100 kb ARS_UI_Ramb_v2_0 9,000,000 9,050,000 9,100,000 9,150,000 9,200,000 9,250,000 Gap Location GC Percent in 100-Base Windows NCBI Gene Predictions for sheep(ARS-UI_Ramb_v2.0)

QTL marker from Animal QTL Database ATAC-seq on SRR25498011 from PRJNA1001505

H3K4me1 Mark on ERR4896379 from PRJEB41457

Vertebrate Basewise Conservation by PhastCons, converted from human data on the UCSC Genome Browser websit

Vertebrate Basewise Conservation by PhyloP, converted from human data on the UCSC Genome Browser websit

SNPs for 5603 sheep samples Indels for 5603 sheep samples Fst value - Tibetan vs. Other Population Sheep

PAPSS2 XM_027960364.2 PAPSS2 XM_042238674.1 LOC114110372 LOC114110372 ATAD1 XM_004020011.4 ATAD1 XM_042238675.1 LOC105604214 XR_001023627.4

KLLN XM_027960657.2 PTEN XM_027960248.2 PTEN XM_042238662.1

GC percent

Liver_1.5 years

40 _ 0 _ Liver_1 year

40 _ 0 _ Vertebrates phastCons 1 _ 0 _ Vertebrates phyloP 5 _ -5 _

Fst Tibetan 1 _ 0 _