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NCBI Gene Predictions for sheep(ARS-UI_Ramb_v2.0)
CTCF Mark on ERR4896375 from PRJEB41457

CTCF Mark on ERR4896387 from PRJEB41457

CTCF Mark on ERR4896381 from PRJEB41457

CTCF Mark on ERR4896370 from PRJEB41457

CTCF Mark on ERR4896397 from PRJEB41457

CTCF Mark on ERR4896409 from PRJEB41457

Vertebrate Basewise Conservation by PhastCons, converted from human data on the UCSC Genome Browser websit

Vertebrate Basewise Conservation by PhyloP, converted from human data on the UCSC Genome Browser websit
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