Scale 15: Gap

Cons 100 Verts

Cons 20 Mammals

Bezoar_IRCA01 Bezoar_IRCA02 Bezoar_IRCA03 Bezoar_IRCA04 Bezoar_IRCA05 Bezoar_IRCA06 Bezoar_IRCA07 Bezoar_IRCA08 Bezoar_IRCA09 Bezoar_IRCA10 Bezoar_IRCA11 Bezoar_IRCA12 Bezoar_IRCA13 Bezoar_IRCA14 Bezoar_IRCA15 Bezoar_IRCA16 Bezoar_IRCA17 Bezoar_IRCA18 Bezoar_IRCA19 Bezoar_IRCA20 Bezoar_IRCA21 Bezoar_IRCA22 Bezoar_IRCA23 Bezoar_IRCA24 Africa_MCCH01 Africa_MCCH02 Africa_MCCH03 Africa_MCCH04 Africa_MCCH05 Africa_MCCH06 Africa_MCCH07 Africa_MCCH08 Africa_MCCH09 Africa_MCCH10 Africa_MCCH11 Africa_MCCH12 Africa_MCCH13 Africa_MCCH14 Africa_MCCH15 Africa_MCCH16 Africa_MCCH17 Africa_MCCH18 Africa_MCCH19 Africa_MCCH20 Africa_MCCH21 Africa_MCCH22 Africa_MCCH23 Africa_MCCH24 Africa_MCCH25 Africa_MCCH26 Africa_MCCH27 Africa_MCCH28 Africa_MCCH29 Africa_MCCH30 Africa_MCCH31 Africa_MCCH32 Africa_MCCH33 Africa_MCCH34 Africa_MCCH35 Africa_MCCH36 Africa_MCCH37 Africa_MCCH38 Africa_MCCH39 Africa_MCCH40 Africa_MCCH41 Africa_MCCH42 Africa_MCCH43 Africa_MCCH44 Africa_SDCH01 Africa_SDCH02 Africa_SDCH03 Africa_SDCH04 Africa_SDCH05 Africa_SDCH06 Africa_NGCH01 Africa_NGCH02 Africa_ETCH01 Africa_ETCH02 Africa_Dairy_TASCH01 Africa_Dairy_TASCH02 Africa_Dairy_TASCH03 Africa_Dairy_TASCH04 Africa_Dairy_TASCH05 Africa_Dairy_TASCH06 Africa_Dairy_TASCH07 Africa_Dairy_TATCH01 Africa_Dairy_TATCH02 Africa_Dairy_TATCH03 Africa_Dairy_TATCH04 Africa_Dairy_TATCH05 Africa_Dairy_TATCH06 Africa_Dairy_TATCH07 Africa_Dairy_TATCH08 Africa_Dairy_KETCH01 Europe_ITCH01 Europe_ITCH02 Europe_ITCH03 Europe_ITCH04 Europe_ITCH05 Europe_NLCH01 Europe_NLCH02 Europe_NLCH03 Europe_ESCH01 Europe_ESCH02 Europe_SWCH01 Europe_SWCH02 Europe_SWCH03 Europe_SWCH04 Europe_SWCH05 Europe_SWCH06 Europe_SWCH07 Europe_SWCH08 Europe_SWCH09 Europe_SWCH10 Europe_SWCH11 Europe_SWCH12 Europe_SWCH13 Europe_SWCH14 Europe_SWCH15 Europe_FRCH01 Europe_FRCH02 Europe_FRCH03 Europe_FRCH04 Europe_FRCH05 Europe_FRCH06 Australia_AUSCH01 Australia_AUSCH02 Australia_AUSCH03 Australia_AUSCH04 Australia_AUSCH05 Southwest_Asia_IRCH01 Southwest_Asia_IRCH02 Southwest_Asia_IRCH03 Southwest_Asia_IRCH04 Southwest_Asia_IRCH05 Southwest_Asia_IRCH06 Southwest_Asia_IRCH07 Southwest_Asia_IRCH08 Southwest_Asia_IRCH09 Southwest_Asia_IRCH10 Southwest_Asia_IRCH11 Southwest_Asia_IRCH12 Southwest_Asia_IRCH13 Southwest_Asia_IRCH14 Southwest_Asia_IRCH15 Southwest_Asia_IRCH16 Southwest_Asia_IRCH17 Southwest_Asia_IRCH18 Southwest_Asia_IRCH19 Southwest_Asia_IRCH20 Southwest_Asia_IRCH21 Southwest_Asia_IRCH23 Southwest_Asia_IRCH24 Southwest_Asia_IRCH25 Southwest_Asia_IRCH26 Southwest_Asia_IRCH27 Southwest_Asia_IRCH28 Southwest_Asia_IRCH29 Southwest_Asia_IRCH30 Southwest_Asia_IRCH31 Southwest_Asia_IRCH32 Southwest_Asia_IRCH34 Southwest_Asia_IRCH36 Southwest_Asia_IRCH37 Southwest_Asia_IRCH38 Southwest_Asia_IRCH39 South_Asia_PKCH01 South_Asia_PKCH02 South_Asia_PKCH03 South_Asia_PKCH04 South_Asia_PKCH05 South_Asia_PKCH06 South_Asia_BDCH01 South_Asia_BDCH02 South_Asia_BDCH03 East_Asia_CNSCH01 East_Asia_CNSCH02 East_Asia_CNSCH03 East_Asia_CNSCH04 East_Asia_CNSCH05 East_Asia_CNSCH06 East_Asia_CNSCH07 East_Asia_CNSCH08 East_Asia_CNSCH09 East_Asia_CNSCH10 East_Asia_CNSCH11 East_Asia_CNSCH12 East_Asia_CNSCH13 East_Asia_CNSCH14 East_Asia_CNSCH15 East_Asia_CNSCH16 East_Asia_CNSCH17 East_Asia_CNSCH18 East_Asia_CNSCH19 East_Asia_CNSCH20 East_Asia_CNSCH21 East_Asia_CNSCH22 East_Asia_CNSCH23 East_Asia_CNSCH24 East_Asia_CNNCH01 East_Asia_CNNCH02 East_Asia_CNNCH03 East_Asia_CNNCH04 East_Asia_CNNCH05 East_Asia_CNNCH06 East_Asia_CNNCH07 East_Asia_CNNCH08 East_Asia_CNNCH09 East_Asia_CNNCH10 East_Asia_CNNCH11 East_Asia_CNNCH12 East_Asia_CNNCH13 East_Asia_CNNCH14 East_Asia_CNNCH15 East_Asia_CNNCH16 East_Asia_CNNCH17 East_Asia_CNNCH18 East_Asia_CNNCH19 East_Asia_CNNCH20 East_Asia_CNNCH21 East_Asia_CNNCH22 East_Asia_CNNCH23 East_Asia_CNNCH24 East_Asia_CNNCH25 East_Asia_CNTCH01 East_Asia_CNTCH02 East_Asia_CNTCH03 East_Asia_CNTCH04 East_Asia_CNTCH05 East_Asia_CNTCH06 East_Asia_CNTCH07 East_Asia_CNTCH08

500 kb ARS1 32,000,000 32,500,000 Gap Location

GC Percent in 100-Base Windows

NCBI Gene Predictions for goat(ARS1)

100 vertebrates conservation by PhastCons

20 Mammals conservation by PhastCons

Genotype patterns for 232 modern goat individuals

Z(Fst) value - Bezoars vs domestic goats

|iHS| >2.0 ratio value - East Asia

XPEHH value - Bezoars vs domestic goats

Z(Hp) value - East Asia

Tajima’s D value - East Asia

CLR value - East Asia

-log10(Pi) value - East Asia

ln(Pi Ratio) value - Bezoars vs domestic goats

FOLR1 XM_005689891.3 FOLR1 XM_018059410.1 LOC102174322 XM_005689888.3 LOC102174322 XM_005689889.2 ANAPC15 XM_005689880.3 ANAPC15 XM_005689885.3 ANAPC15 XM_005689882.3 ANAPC15 XM_005689881.3 ANAPC15 XM_005689883.3 ANAPC15 XM_018059412.1 LOC102173865 XM_018059413.1 LAMTOR1 XM_018059411.1 NUMA1 XM_013969703.2 NUMA1 XM_013969704.2 NUMA1 XM_013969705.2 NUMA1 XM_018059415.1 NUMA1 XM_013969706.2 NUMA1 XM_018059418.1 NUMA1 XM_018059417.1 NUMA1 XM_018059414.1 NUMA1 XM_018059416.1 IL18BP XM_018059420.1 IL18BP XM_005689870.3 RNF121 XR_001919226.1 RNF121 XM_005689873.3 LOC102170714 gene15026 LOC102169978 XM_005689869.3

ART5 XM_013969694.2 LOC102169399 XM_013969696.2 LOC102169116 XM_005689868.3 LOC102169116 XR_001296573.2

LOC102178093 XM_018059421.1 LOC102178093 XM_018059422.1

ART1 XM_018059424.1 ART1 XM_018059425.1 LOC108637670 XM_018059426.1 LOC102177821 XM_018059423.1 NUP98 XM_018059427.1 NUP98 XM_018059428.1 NUP98 XM_018059429.1 PGAP2 XM_018059433.1 PGAP2 XM_018059434.1 PGAP2 XM_018059435.1 PGAP2 XM_018059436.1 PGAP2 XM_018059430.1 PGAP2 XM_018059431.1 PGAP2 XM_018059432.1 RHOG XM_018059437.1 STIM1 XM_005689854.3 STIM1 XM_018059438.1 STIM1 XM_018059439.1 STIM1 XM_018059440.1

RRM1 XM_005689853.3 LOC108637588 gene15040 LOC102177547 XM_005689944.1 LOC102177261 XM_005689943.1 TRNAG-CCC rna26545 LOC102186208 gene15044 LOC108637628 gene15045 LOC108637629 gene15046 LOC108637630 gene15047 LOC108637631 gene15048 LOC102189142 gene15049 LOC102188879 gene15050 LOC108637632 gene15051 LOC108637606 gene15052 LOC102176711 gene15053 LOC102176443 XM_013969686.2 LOC102176983 gene15055 LOC102188609 gene15056 LOC102188064 gene15057

LOC102187787 gene15058 LOC102187510 gene15059 LOC102175877 XM_005689941.2

LOC102175601 gene15061

LOC102187244 XM_005689848.2

TRIM21 XM_005689847.3 TRIM21 XM_005689846.3

LOC102186502 XM_005689845.2

LOC102175319 XM_005689940.2 LOC102175047 XM_013969684.2 LOC102174496 gene15067 LOC102186232 XM_005689844.2 LOC102174230 XM_005689939.2 LOC102185483 XM_018058963.1 LOC102173954 XM_005689938.3 LOC102173403 XM_005689936.2 LOC108637633 XM_018058964.1

TRIM68 XM_005689839.2 TRIM68 XM_005689840.3

TRIM68 XM_013969741.2

GC percent

Fst Bezoar vs. Domestic

16.5 _

-1.7 _

iHS East Asia 1 _ 0 _ XPEHH Bezoar vs. Domestic

7.8 _

-4.5 _

Hp East Asia

Tajima’s D East Asia

4.4 _

-2.9 _

CLR East Asia

Pi East Asia 5 _ 1.8 _

PiRatio Bezoar vs. Domestic

2.4 _

-4.5 _