Scale
1:

Gap

500l

GC oercent I IMM—N—"—")

40 _|
Liver_1 year
0
40
Liver_1 year
0
40 _
Liver_1 year
0
40
Liver_1 year
0
40 _
Spleen_1 year
0
40
Spleen_1 year
0
1_
Vertebrates phastCons
0
5_
Vertebrates phyloP
-5
1
Fst Australian Composit|
0
1_
Fst Australian White
0
1
Fst Coopworth
0
1_
Fst DairyMeade
0
53 |
iHS Australian Composi
0
5.3 _|
iHS Australian White
0
53 _|
iHS Coopworth
0
53 _|
iHS DairyMeade
0
1000 _
CLR Australian Compos
0
1000 _
CLR Australian White
0
1000 _
CLR Coopworth
0
1000 _
CLR DairyMeade
0
7.6

Tajima’s D Australian c

7.6 _|
Tajima’s D Australian W
7.6 _|
Tajima’s D Coopworth
-2.6
7.6 _|
Tajima’s D DairyMeade
26

1 kbt
1,0001

15001
Gap Location

GC PerceWO-BaW

|
2,0001

NCB(':I Gene Predictions forshe%pf(ARS-Ul Ramb_v2.0)

TCF Mark on ERR489637

rom PRIEB41457

CTCF Mark on ERR4896387 from PRIEB41457

CTCF Mark on ERR4896381 from PRJEB41457

CTCF Mark on ERR4896370 from PRIJEB41457

CTCF Mark on ERR4896397 from PRIJEB41457

CTCF Mark on ERR4896409 from PRIJEB41457

ARS_UI_Ramb_v2_0

2,5001

Vertebrate Basewise Conservation by PhastCons, converted from human data on the UCSC Genome Browser websit
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Vertebrate Basewise Conservation by PhyloP, converted from human data on the UCSC Genome Browser websit
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