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NCBI Gene Predictions for zebu(UOA_Brahman_1)

expreBar

KCNH7  XM_027559164.1
KCNH7  XM_027559174.1
KCNH7  XM_027559183.1
KCNH7  XM_027559193.1

GCA  XM_027559222.1
LOC113881526  XR_003508052.1
LOC113903299  XR_003514070.1
LOC113903299  XR_003514069.1

IFIH1  XM_027559234.1
FAP  XR_003514074.1
FAP  XM_027559270.1
FAP  XM_027559262.1
FAP  XM_027559282.1

GCG  XM_027523483.1
GCG  XM_027523491.1

LOC113903329  XR_003514080.1
LOC113903329  XR_003514079.1

DPP4  XM_027559292.1
DPP4  XM_027559302.1

SLC4A10  XM_027559399.1
SLC4A10  XM_027559348.1
SLC4A10  XM_027559364.1
SLC4A10  XM_027559382.1

SLC4A10  XM_027559328.1
SLC4A10  XM_027559393.1
SLC4A10  XM_027559418.1
SLC4A10  XM_027559373.1
SLC4A10  XM_027559355.1
SLC4A10  XM_027559409.1
SLC4A10  XM_027559338.1

LOC113903373  LOC113903373
LOC113903381  LOC113903381

TBR1  XM_027559445.1

PSMD14  XM_027559469.1
PSMD14  XM_027559476.1

LOC113880866  LOC113880866

TRNAL-CAA  TRNAL-CAA
TANK  XM_027559524.1
TANK  XM_027559493.1
TANK  XM_027559517.1

TANK  XM_027559501.1
TANK  XM_027559485.1
TANK  XM_027559509.1

RBMS1  XM_027559581.1
RBMS1  XM_027559573.1
RBMS1  XM_027559558.1
RBMS1  XM_027559537.1
RBMS1  XM_027559567.1

LOC113903464  XR_003514122.1
RBMS1  XM_027559543.1
RBMS1  XM_027559550.1
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